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In the originally published version of this paper, the mitomycin C concentration units in Figures 1, 3, and 4 were incorrect. In all cases,
the concentration unit nM should’ve been indicated as ng/ml. Conclusions drawn from these data and of the paper are not altered by
this correction.
The authors regret this error and apologize for any inconvenience it may have caused.BA
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Figure 1. Various Sensitivities of FA Knockout Mutants Identify the FA Core Complex Catalytic Module
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Figure 3. The A-G-20 and C-E-F Modules Exhibit Nonredundant Functions in the Chromatin Recruitment of the FA Core Complex and
Resistance to Crosslink Damage
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Figure 4. FANCM Functions Epistatically with the C-E-F Module in FA Core Complex Chromatin Association
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In the originally published Supplemental Information file associated with this article, the Supplemental Experimental Procedures were
inadvertently omitted. The Supplemental Information has now been updated online to include these additional experimental reagents
and procedures. The authors apologize for the error and for any inconvenience that may have resulted.Cell Reports 14, 2761–2763, March 22, 2016 2763
